
ID DescriptionGeneRatio BgRatio pvalue p.adjust qvalue geneID Count
hsa04520 Adherens junction17/406 71/7946 6.4E-08 1.77E-05 1.53E-05 TGFBR1/ERBB2/WASL/TCF7L2/IQGAP1/PTPRM/IGF1R/VCL/CDH1/PTPN6/WASF2/CSNK2A1/PTPRJ/EP300/YES1/MAP3K7/CSNK2A317
hsa04115 p53 signaling pathway13/406 72/7946 6.01E-05 0.00829 0.007177 CCNG1/CCNB1/THBS1/CCND2/BCL2/PMAIP1/SESN2/TNFRSF10B/CCNE1/RRM2/SESN3/CCNG2/MDM213
hsa04068 FoxO signaling pathway18/406 131/7946 0.00011 0.010143 0.008782 RBL2/TGFBR1/CCNB1/SIRT1/CCND2/CDKN1B/IGF1R/GABARAP/KRAS/MAPK8/IRS4/PRKAA1/EP300/SGK3/FOXO1/CCNG2/MDM2/BCL2L1118
hsa05203 Viral carcinogenesis23/406 201/7946 0.000226 0.01118 0.00968 RBL2/NFKB1/ATF2/YWHAE/SYK/YWHAG/CCND2/CDKN1B/KRAS/HIST1H2BD/PMAIP1/UBE3A/HIST1H2BG/HIST1H4H/RBPJ/EP300/CREB3L2/CCNE1/CREB3L1/SNW1/GTF2A1/MAPKAPK2/MDM223
hsa04151 PI3K-Akt signaling pathway34/406 354/7946 0.00026 0.01118 0.00968 PRLR/RBL2/ERBB2/NFKB1/ITGB1/ATF2/YWHAE/LAMA5/THBS1/ITGA8/PPP2CA/SYK/YWHAG/MCL1/CCND2/BCL2/CDKN1B/IGF1R/ERBB3/KRAS/ITGB5/COL4A2/PRKAA1/FGF2/CREB3L2/CCNE1/CREB3L1/PKN2/SGK3/PPP2R1B/CSF1/MDM2/BCL2L11/EFNA134
hsa05100 Bacterial invasion of epithelial cells12/406 73/7946 0.00029 0.01118 0.00968 ARPC5L/ITGB1/WASL/ARPC3/CLTC/VCL/CD2AP/CTTN/CDH1/DOCK1/WASF2/GAB112
hsa04141 Protein processing in endoplasmic reticulum20/406 166/7946 0.00029 0.01118 0.00968 SAR1A/RAD23B/SEC23A/BCL2/STT3B/EDEM1/DERL2/MAPK8/MOGS/SVIP/HSPA8/LMAN1/SEC24B/CAPN1/RBX1/UBE2G1/RPN2/HSPA1B/DDIT3/UBE4B20
hsa04152 AMPK signaling pathway16/406 120/7946 0.000373 0.01118 0.00968 SIRT1/PPP2CA/IGF1R/EEF2/IRS4/PRKAA1/STRADB/CREB3L2/PFKM/CREB3L1/RAB11B/LEPR/FOXO1/MAP3K7/PPP2R1B/RAB1416
hsa05215 Prostate cancer14/406 97/7946 0.000378 0.01118 0.00968 ERBB2/NFKB1/TCF7L2/BCL2/CDKN1B/IGF1R/KRAS/AR/EP300/CREB3L2/CCNE1/CREB3L1/FOXO1/MDM214
hsa05131 Shigellosis 25/406 236/7946 0.000405 0.01118 0.00968 PFN1/ARPC5L/NFKB1/ITGB1/WASL/CAPNS1/ARPC3/FNBP1L/BCL2/GABARAP/VCL/TAB2/PRKCE/CTTN/DOCK1/MAPK8/RRAGA/WASF2/CAPN1/RBX1/FOXO1/MAP3K7/TLN1/FBXW11/MDM225
hsa04211 Longevity regulating pathway13/406 89/7946 0.000541 0.012453 0.010781 NFKB1/ATF2/SIRT1/IGF1R/KRAS/IRS4/PRKAA1/SESN2/CREB3L2/CREB3L1/SESN3/FOXO1/ADCY613
hsa04110 Cell cycle 16/406 124/7946 0.000541 0.012453 0.010781 RBL2/CDK7/CCNB1/YWHAE/MCM6/YWHAG/CCND2/CDKN1B/MCM7/BUB3/TFDP1/EP300/CCNE1/RBX1/PRKDC/MDM216
hsa03015 mRNA surveillance pathway13/406 91/7946 0.000672 0.013815 0.011961 PPP2CA/HBS1L/CPSF6/PAPOLA/NXF1/PNN/RNPS1/CSTF1/PABPC1/PCF11/PPP2R1B/PPP1CB/GSPT113
hsa05205 Proteoglycans in cancer22/406 204/7946 0.000701 0.013815 0.011961 FZD7/CAMK2D/ERBB2/ITGB1/THBS1/FRS2/IQGAP1/IGF1R/ERBB3/KRAS/ITGB5/CTTN/PPP1R12A/PTPN6/HIF1A/FLNB/FLNA/DDX5/FGF2/GAB1/MDM2/PPP1CB22
hsa04213 Longevity regulating pathway - multiple species10/406 62/7946 0.001071 0.019712 0.017066 SIRT1/IGF1R/KRAS/IRS4/PRKAA1/HSPA8/EIF4EBP2/HSPA1B/FOXO1/ADCY610
hsa04510 Focal adhesion21/406 199/7946 0.001218 0.019911 0.017238 ERBB2/ITGB1/LAMA5/THBS1/ITGA8/PAK2/CCND2/BCL2/IGF1R/ZYX/VCL/ITGB5/PPP1R12A/DOCK1/COL4A2/MAPK8/FLNB/FLNA/TLN1/ARHGAP5/PPP1CB21
hsa04066 HIF-1 signaling pathway14/406 109/7946 0.001242 0.019911 0.017238 CAMK2D/ERBB2/NFKB1/BCL2/CDKN1B/IGF1R/PDHA1/HIF1A/TFRC/EP300/PFKM/RBX1/ALDOA/PDHB14
hsa04218 Cellular senescence18/406 160/7946 0.001299 0.019911 0.017238 RBL2/TGFBR1/NFKB1/CCNB1/SIRT1/CCND2/PPP3R1/KRAS/ZFP36L1/CAPN1/CCNE1/HIPK1/ZFP36L2/FOXO1/FBXW11/MAPKAPK2/MDM2/PPP1CB18
hsa03013 RNA transport18/406 165/7946 0.001844 0.026784 0.023188 EIF3H/PAIP1/XPOT/NUP98/FMR1/EIF5/NXF1/RPP25L/PNN/RAE1/RNPS1/NUP107/THOC7/PABPC1/EEF1A1/EIF4EBP2/KPNB1/EIF4G218
hsa04114 Oocyte meiosis15/406 128/7946 0.00215 0.029675 0.025691 CAMK2D/CCNB1/YWHAE/PPP2CA/YWHAG/PPP3R1/IGF1R/AR/CPEB2/CCNE1/RBX1/FBXW11/PPP2R1B/PPP1CB/ADCY615
hsa05132 Salmonella infection11/406 80/7946 0.002344 0.030807 0.026672 PFN1/ARPC5L/NFKB1/WASL/RAB7A/ARPC3/DYNC1H1/MAPK8/FLNB/WASF2/FLNA11
hsa04922 Glucagon signaling pathway13/406 106/7946 0.002787 0.034334 0.029725 CAMK2D/ATF2/SIRT1/PPP3R1/PDHA1/PRKAA1/PGAM1/EP300/CREB3L2/PFKM/CREB3L1/FOXO1/PDHB13
hsa04350 TGF-beta signaling pathway12/406 94/7946 0.002861 0.034334 0.029725 TGFBR1/THBS1/PPP2CA/FBN1/RGMB/TFDP1/SP1/EP300/RBX1/ID3/SMAD7/PPP2R1B12
hsa05130 Pathogenic Escherichia coli infection20/406 202/7946 0.003364 0.038684 0.03349 ARPC5L/NFKB1/ITGB1/WASL/PAK2/ARPC3/TUBB/TAB2/NCL/TUBA1A/CTTN/PTPN6/MAPK8/TMED10/WASF2/TNFRSF10B/SEC24B/NCKAP1/MAP3K7/TMBIM620
hsa04010 MAPK signaling pathway26/406 295/7946 0.0045 0.048599 0.042075 TGFBR1/ERBB2/NFKB1/ATF2/MAP3K3/PAK2/PPP3R1/MAP4K3/IGF1R/ERBB3/TAB2/KRAS/RAPGEF2/MAPK8/PPM1A/FLNB/FLNA/FGF2/HSPA8/DUSP3/HSPA1B/DDIT3/MAP3K7/CSF1/MAPKAPK2/EFNA126
hsa01230 Biosynthesis of amino acids10/406 75/7946 0.004578 0.048599 0.042075 BCAT2/GOT1/PRPS1/RPIA/SHMT2/PSAT1/PGAM1/MAT2A/PFKM/ALDOA10


